Fig. S2 Percentage of cells within each phylogenetic group taking up
3 H-leucine determined via MICRO-CARD-FISH and dependant of treatment for the four investigated water masses.
Phylogenetic groups (SAR11-clade: yellow, Bacteria: green, Thaumarchaeota: blue, Euryarchaeota: pink) were identified using the probes given in Table S1 . Error bars represent standard deviations within the four different water masses (SSL: Subsurface layer, O 2 -min: relative oxygen minimum at station, uLSW: upper Labrador Sea Water, NSDW Norwegian Sea Deep Water). Patterns drawn in the bars indicate treatments (Control: untreated control, GC7: N1-guanyl-1,7-diaminoheptane, EMY: Erythromycin). 
38 (26) 17 ( a WM abbreviations found in Table 1 . To calculate the relative leucine uptake pattern, the bulk uptake measured via scintillation counting was attributed according to the ratio of the silver grain area acquired via MICRO-CARD-FISH. Community members are abbreviated as follows: Bact -Bacteria matched with the three EUB probes; SAR11 -Alphaproteobacterial SAR11-Clade, matched with the four SAR-11 probes; Thaum -Thaumarchaeota, matched by the combination of the two CREN probes; Eury -Euryarchaeota, matching the EURY806 probe. All probe sequences are given in Table S1 
